Resitev za nalogo S3-02:

Resitve nalog bodo navede v alinejah po Stevilkah, pod katerimi so bile
podane v nalogi.

1. Zaporedje vsebuje 825 aminokislinskih ostankov. Glede na to da je
celotno zaporedje tudi kodirajoCe zaporedje je reSitev 2475/3.

2. Gre za protein Serin/treonin-proteinsko kinazo A-Raf ter zamenijati
moramo aminokislinski ostanek Asp (D) z Asn (N).
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Raztopina s Cloveskim ortologom mora vsebovati cinkove ione.
4. Dotmatcher:

Dotmatcher: fastaszemboss-dotmatcher—I20260515—-190715-04..,
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|z slike je razvidno, da imata proteina skupno domeno (spodnji
desni kot slike). To je tudi vidno v UniProt, saj imata oba protein-
kinazno domeno.



5. Dostopna koda: XM_040620629

BLAST @ » tblastn » results for RID-0EV8514M014 Home RecentResults Saved Strategies Help
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I € Your search is limited to records include: Ursus maritimus (taxid:29073)

Job Title Protein Sequence Filter Results
RID OEV8514MO014  Search expires on 05-17 02:59 am Download All v
Program TBLASTN @  Citation v Organism _only top 20 will appear _ exclude
Database corent  See details v | Type common name, binomial, taxid or group name
+ Add organism
Query ID Icl|Query_6063751
Description unnamed protein product Percent Identity Evalue Query Coverage
Molecule type  amino acid ‘ | to | | | to | ‘ to |
Query Length 297
Other reports (2] m
ns Graphic Summary Alignments Taxonomy
Sequences producing significant alignments Download ~  Select col ¥ Show | 100V | @
selectall 100 sequences selected GenBank  Graphics
Descipton SoeniicNane | S| Corer value e | La | Accesion
- - -
PREDICTED: Ursus i itogen-activated protein kinase 6 (MAPKE). transcript variant X3, mRNA  Ursus maritimus 610 610 100% 0.0 100.00% 4387 XM_040620630.1
PREDICTED: Ursus i itogen-activated protein kinase 6 (MAPKE), transcript variant X2, mRNA  Ursus maritimus 610 610 100% 0.0 100.00% 4243 XM_008705980.2
¢ PREDICTED: Ursus i itogen-activated protein kinase 6 (MAPKG), transcript variant X1, mRNA  Ursus maritimus 610 610 100% 00 100.00% 4216 XM_040620629 1

6. ResSitev je v obliki drugih datotek.



