Seminaw pri Biokemijski informatiki

Nowodidaw zav uporabo- spletnega ovodjo NESPript
2. NALOGA
a) Navodila za uporabo N-ESPript s slikovnim gradivom:
Pri tej nalogi lahko delas z Clustal Omega, lahko pa tudi z orodjem [N-
ESPript](https://nespript.ibcp.fr/ESPript/NESPript/). Njegova uporaba je sila preprosta. Na
spletni strani, ki se odpre ob kliku na hiperpovezavo najprej izberemo »RUN N-ESPRIPT«.

1. m-EIPript 0

a RUN N*ESPRIPT HELP GALLERY ABOUT OTHER TOOLS TEAM

N+ESPript is in its final stage of development. Consequently, there may be a few minor bugs remaining.
& If you experience any problems, please email us at espript@ibcp.fr with a detailed description of the issue.
Rest assured that we will do our utmost to fix it as quickly as possible.

What is N-ESPript?
= N*ESPript, ‘Nucleic acids Easy Sequencing in PostScript, is a Web server designed for the repr ion of
multiple alignments of nucleic acid seq including the visualization of their dary str in Dot-

Bracket Notation (DBN) when available.

= A comparable service is available for proteins through our ESPript @ server.

= Key features:

o NESPript produces a PostScript, PDF, PNG or TIFF file containing aligned sequences with graphical enhancements.

o The main input is a file of pre-aligned sequences in Clustal, FASTA or MultAlin format.

» The program calculates a similarity score for each residue and colors the alignment accordingly.

o Secondary structure elements can be added to the multiple sequence alignment using PDB/CIF/DSSR files or automated
search

= A typical figure produced by N+ESPript is shown below. It was generated from the alignment file clustal-1EHZ.aln @ which
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Nato izberemo DNA, saj imamo v Fasta formatu DNA-zaporedja, nato pa datoteko z

zaporedji samo $e naloZimo (tocka 3).
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This web server uses pop-up windows to display results, so make sure you disable your pop-up blocker before submitting a job
We would be grateful if you would use the appropriate citation when publishing data produced with this server

(?) Aligned Sequences

\ l Sequence type

®DNA 2 . RNA

Input file

(7) Aufile | [ 1zberi datoteko | izbrana ni nobena datoteka. | 3,
Example file - Tut

Izbrana ni nobena datoteka,

) Number sequences

Program nato izvede poravnavo, ki jo lahko lokalno prenesemo v pdf-formatu s klikom, kot
prikazuje tocka 4.
RESULTS

(Z) Here are the results of your N*ESPript job. You can now adjust the settings on the main form and submit it again.

PostScript file 1 page(s) [23 Kb]
T POF fle 4.
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