1. To je ak zaporedje za ¢loveski CDK2: Blast — prvi zadetek
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RecName: Full=Cyclin-dependent kinase 2; AltName: Full=Cell division protein kinase 2 [Bos taurus]

RecName: Full=Cyclin-dependent kinase 2; AltName: Full=Cell division protein kinase 2 [Cricetulus griseus]

RecName: Full=Cyclin-dependent kinase 2; AltName: Full=Cell division protein kinase 2 [Rattus norvegicus]
RecName: Full=Cyclin-dependent kinase 2; AltName: Full=Cell division protein kinase 2 [Mesocricetus auratus]

RecName: Full=Cyclin-dependent kinase 2; AltName: Full=Cell division protein kinase 2 [Mus musculus]

RecName: Full=Cyclin-dependent kinase 2; AltName: Full=Cell division protein kinase 2 [Carassius auratus]

CE<H<EN<H<N<N<

RecName: Full=Cyclin-dependent kinase 2; AltName: Full=CDC2 homolog Eg1 protein kinase; AltName: Full=Cell di..

Scientific Name
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Homo sapiens

Bos taurus
Cricetulus griseus

Rattus norvegicus

Mesocricetus aur...

Mus musculus
Carassius auratus

Xenopus laevis

2. Uni Prot accession code: P24941 — Subcellular Location
3. Fosforilacija treonina in tirozina. Fosforilacija na Thr160 promovira kinazno aktivnost, na

Tyr15 pa jo zavira.
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4. Aspartat 127 (UniProt Function — Featutres ali poravnava dveh ali ve¢ homologov v

UniProt, anotacije)
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5. Nekonzervativni aminokislinski ostanki so vidni na prej$nji sliki. V Swiss Model vstavimo
dano ak zaporedje v FASTA formatu in kliknemo build model.
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6. Pri poravnavi ¢loveskih homologov je v primerjavi s poravnavo ortologov veliko vec vrzeli,
veliko regij ima samo . ali :, popolnoma ohranjenih mest * je manj, pri ortologih pa so dolgi
bloki *. To je pri¢akovano, saj smo primerjali poravnavo razli¢nih ¢lanov CDK druZine s
poravnavo istega proteina znotraj razlicnih organizmov. CDK2 je evolucijsko dobro ohranjen
protein. Edina izrazita razlika med ortologi je pri Caenorhabditis elegans, ki ima dalj$i N-konec.
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7. C-kon¢ni del pri ciklinu Al in A2 je bolj ohranjen, saj vidimo sklenjeno crto.
Dotmatcher: fasta::emboss-dotmatcher—120260511-161516-04...
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